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Public Access

Step 1: Change Public Access:

Public access Public

Step 2: Select a license:

Creative Commons Attribution 3.0

m Australia (CC BY 3.0)
This licence lets others distribute, remix,
tweak, and build upon your work, even
commercially, as long as they credit you for
the original creation. This is the most
accommodating of licences offered under
Creative Commons.

Creative Commons Attribution-
ShareAlike 3.0 Australia (CC BY-SA 3.0)
This licence lets others remix, tweak, and
build upon your work even for commercial
purposes, as long as they credit you and
licence their new creations under the
identical terms.
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Sharing

Users
IUsers who have a share in this experiment:

Username Name Permissions
mytardis Steve Androulakis  Read | Edit | owner |
oded Oded Kleifeld (Read |
bosco Bosco Ho Read | User Sharlng
synchrotron Synchrotron Test Read | Edit | Owner | Oded Kleifeld [oded] =
(oded. kisifeld@monash. edu)
— e Bosco Ho [bosco] | Read dit | X Delete
e s ] (Bosco. Ho@monash.edu) - -
Groups Synchrotron Test [synchrotron] [ EOCEED) | 1

(Tom. Caradoc-

Groups who have a share in this experiment:
Davies@synchrotron. ong.au)

There are curmently no groups with access to this experiment.

[ Change Group Sharing Add new user

Username:

Links
This experiment is private. A temporary link can be created by its owner(s) and privately shared for di

Permissions:

'+
v

Temporary access links provide full access to recipients regardless of an experiment's public status. View Only

COwners have the ability to change access controls and share expeniments with others.

Temporary Link Expiry Granted By

Right click.. copy 15th November 2012 mytardis

Right click.. copy 7th December 2012  mytardis
link

& Create New Temporary Link



capturing data at its origin

Australian Synchrotron MyTardis @ Monash University Cited In Papers
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Malaria causes worldwide morbidity and mortality, and while chemoth remains an e

of malaria control, drug-resistant parasites necessitate the discovery of new antimalarials. Peptidases are
a promising class of drug targets and perform several important roles during the Plasmodium
JSalciparum erythrocytic life cycle. Herein, we report a multidisciplinary effort combining activity-based
protein profiling, biochemical, and peptidomic approaches to functionally analyze two genetically
essential P. faleiparum metallo-aminopeptidases (MAPs), PfA-M1 and Pf-LAP. Through the synthesis of

a suite of activity-based probes (ABPs) based on the general MAP inhibitor scaffold, bestatin, we
maratad enanifin AMDe far thaca tum anovmac @nanifin inhihitinn Af DFA_AM1 noncad cumalling nf tha

- Our scientists regularly generate large amounts of data at the Australian
Synchrotron, so in collaboration, we connected their instruments to MyTardis

for automatic capture of data.

- 4 nodes were established around Australia, servicing 8 universities. However,
Monash University have recently made a deal with the Australian Synchrotron
to store and mediate access to all users’ data (starting with MX), regardless of

their originating institution.



Import Files

To add files to 'My Files', mount the following file store via your operating system:

. 3rd party transfer between lab’s
network storage drive and MyTardis

mount smb://Isp-merc-09.its.monash.edu/iago

Select files and directories to be added to a dataset:

- User begins transfer via MyTardis i O ralfs
41 1120130222_Salmonella
.~ || All fractions.group
_ | All fractions__ FDR.xIsx

- User receives email when transfer i Blark_1 raw
has completed and metadata e
extracted / processed | DllBiank araw

.| Blank_7.raw
.| Blank_8.raw
.| Blank_S.raw
. Gal_1.raw
. Gal_2.raw




MyTardis Monash Biomedical Imaging Data Flow

Instrument ATOM Feed MyTardis
Watch for New Poll Feed For New
! Instrument Data Datasets =
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Users of the Hitachi H7500 TEM have their data
automatically collected in the web by MyTardis.

MyTardis stores their data privately with sharing
options for collaborators and eventual publication.

Data Is available for download within the CVL
desktop.
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Github: Contributions over time

steveandroulakis
71,573++ / 15,136~

2008: Me (Steve Androulakis) working in isolation in my
lab
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Github: Contributions over time

lanedwardthomas
56,439+ + / 2,009--

2011: Active projects at Synchrotron / Monash / RMIT /
UQ / NSW



Not so good
No Interactivity or social-ness
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A new, federal Bl @SOYEMGEGla i platferm
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Bioscience Data Platform: TARDIS in the Cloud

- &@llaboration between Monash University and
- NeSdhRhisigdgral government group establishing a
- BDP Focuses on 3 areas:
- Building a federated index of MyTardis data
- Connecting data to supercomputing resources
for processing
- Providing interactive, rich publications online wil

the ablility to manipulate data

. https://www.nectar.org.au/bioscience-data-platform-tardis-cloud

= nectar

Bioscience Data Platform: TARDIS in the Cloud

The Bioscience Data Platform (BDP) aims to bring existing computational systems together in a way that allows scientists to
seamlessly work with data from capture through to publication. The platform will be backed by the Australian Characterisation
Environment Virtual Lab to exploit the advantage of its uniguely powerful computational infrastructure. The platform will reach all
areas of the structural biology workflow, from the inception of a research project through to scientific publication.

Typically, a scientist will collect data at an instrument facility (such as the Australian Synchrotron) to find their data catalogued and
easily accessible on the storage cloud. The BDOP will then provide a set of tools that link to high throughput computing
infrastructure, potentially saving the scientist days of computational time and manual effort.

Rich visualisations of data stored in the cloud will be available, and peers will be able to annotate and draw attention to all aspects
in & social, collaborative manner. These same tools will assist the peer review process by enabling researchers 1o share data with
scientific journals and eventually the public in a secure and rich environment that tells the full story behind a discovery.

The Bioscience Data Platform will leverage the MyTardis data management system, hosted as a national service on cloud
infrastructure, with linkages to major instrument facilities and high performance computing resources around Australia.

Contact

Steve Androulakis <steve.androulakis@monash.edu=


https://www.nectar.org.au/bioscience-data-platform-tardis-cloud

thanks

- Resources

| « bloscience-data-
- Steve Androulakis platform.posterous.com

+ steve.androulakis@monash.edu . github.com/bioscience-data-platform

. github.com/mytardis/mytardis

. Twitter: @bdp_tardis
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